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ENTERED 



3 <110> APPLICANT: BEUTLER, BRUCE 

4 POLTORAK, ALEXANDER 
6 <120> TITLE OF INVENTION: LPS - RESPONSE GENE COMPOSIT 
8 <130> FILE REFERENCE: UTSD:602 

10 <140> CURRENT APPLICATION NUMBER: 09/396, 985B 

11 <141> CURRENT FILING DATE: 1999-09-15 

13 <150> PRIOR APPLICATION NUMBER: 60/102,392 

14 <151> PRIOR FILING DATE: 1998-09-29 

16 <150> PRIOR APPLICATION NUMBER: 60/100,403 

17 <151> PRIOR FILING DATE: 1998-09-15 
19 <160> NUMBER OF SEQ ID NOS : 104 

21 <170> SOFTWARE: Patent In Ver. 2.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 4868 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Homo sapiens 

28 <400> SEQUENCE: 1 

29 aaaatactcc cttgcctcaa aaactgctcg gtcaaacggt gatagcaaac 

30 cagggccact gctgctcaca aaaccagtga ggatgatgcc aggatgatgt 

31 cctggctggg actctgatcc cagccatggc cttcctctcc tgcgtgagac 

32 ggagccctgc gtggaggtgg ttcctaatat tacttatcaa tgcatggagc 

33 caaaatcccc gacaacctcc ccttctcaac caagaacctg gacctgagct 

34 gaggcattta ggcagctata gcttcttcag tttcccagaa ctgcaggtgc 

35 caggtgtgaa atccagacaa ttgaagatgg ggcatatcag agcctaagcc 

36 cttaatattg acaggaaacc ccatccagag tttagccctg ggagcctttt 

37 aagtttacag aagctggtgg ctgtggagac aaatctagca tctctagaga 

38 tggacatctc aaaactttga aagaacttaa tgtggctcac aatcttatcc 

39 attacctgag tatttttcta atctgaccaa tctagagcac ttggaccttt 

40 gattcaaagt atttattgca cagacttgcg ggttctacat caaatgcccc 

41 ctctttagac ctgtccctga atcctatgaa ctttatccaa ccaggtgcat 

42 taggcttcat aagctgactt taagaaataa ttttgatagt ttaaatgtaa 

43 tattcaaggt ctggctggtt tagaagtcca tcgtttggtt ctgggagaat 

44 aggaaacttg gaaaagtttg acaaatctgc tctagagggc ctgtgcaatt 

45 agaattccga ttagcatact tagactacta cctcgatgat attattgact 

46 tttgacaaat gtttcttcat tttccctggt gagtgtgact attgaaaggg 

47 ttcttataat ttcggatggc aacatttaga attagttaac tgtaaatttg 

48 cacattgaaa ctcaaatctc tcaaaaggct tactttcact tccaacaaag 

49 tttttcagaa gttgatctac caagccttga gtttctagat ctcagtagaa 

50 tttcaaaggt tgctgttctc aaagtgattt tgggacaacc agcctaaagt 

51 gagcttcaat ggtgttatta ccatgagttc aaacttcttg ggcttagaac 

52 tctggatttc cagcattcca atttgaaaca aatgagtgag ttttcagtat 

53 cagaaacctc atttaccttg acatttctca tactcacacc agagttgctt 

54 cttcaatggc ttgtccagtc tcgaagtctt gaaaatggct ggcaattctt 

55 cttccttcca gatatcttca cagagctgag aaacttgacc ttcctggacc 

56 tcaactggag cagttgtctc caacagcatt taactcactc tccagtcttc 

57 tatgagccac aacaacttct tttcattgga tacgtttcct tataagtgtc 

58 ccaggttctt gattacagtc tcaatcacat aatgacttcc aaaaaacagg 
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59 ttttccaagt agtctagctt tcttaaatct tactcagaat gactttgctt gtacttgtga 1860 

60 acaccagagt ttcctgcaat ggatcaagga ccagaggcag ctcttggtgg aagttgaacg 1920 

61 aatggaatgt gcaacacctt cagataagca gggcatgcct gtgctgagtt tgaatatcac 1980 

62 ctgtcagatg aataagacca tcattggtgt gtcggtcctc agtgtgcttg tagtatctgt 2040 

63 tgtagcagtt ctggtctata agttctattt tcacctgatg cttcttgctg gctgcataaa 2100 

64 gtatggtaga ggtgaaaaca tctatgatgc ctttgttatc tactcaagcc aggatgagga 2160 

65 ctgggtaagg aatgagctag taaagaattt agaagaaggg gtgcctccat ttcagctctg 2220 

66 ccttcactac agagacttta ttcccggtgt ggccattgct gccaacatca tccatgaagg 2280 

67 tttccataaa agccgaaagg tgattgttgt ggtgtcccag cacttcatcc agagccgctg 2340 

68 gtgtatcttt gaatatgaga ttgctcagac ctggcagttt ctgagcagtc gtgctggtat 2400 

69 catcttcatt gtcctgcaga aggtggagaa gaccctgctc aggcagcagg tggagctgta 2460 

70 ccgccttctc agcaggaaca cttacctgga gtgggaggac agtgtcctgg ggcggcacat 2520 

71 cttctggaga cgactcagaa aagccctgct ggatggtaaa tcatggaatc cagaaggaac 2580 

72 agtgggtaca ggatgcaatt ggcaggaagc aacatctatc tgaagaggaa aaataaaaac 2640 

73 ctcctgaggc atttcttgcc cagctgggtc caacacttgt tcagttaata agtattaaat 2700 

74 gctgccacat gtcaggcctt atgctaaggg tgagtaattc catggtgcac tagatatgca 2760 

75 gggctgctaa tctcaaggag cttccagtgc agagggaata aatgctagac taaaatacag 2820 

76 agtcttccag gtgggcattt caaccaactc agtcaaggaa cccatgacaa agaaagtcat 2880 

77 ttcaactctt acctcatcaa gttgaataaa gacagagaaa acagaaagag acattgttct 2940 

78 tttcctgagt cttttgaatg gaaattgtat tatgttatag ccatcataaa accattttgg 3000 

79 tagttttgac tgaactgggt gttcactttt tcctttttga ttgaatacaa tttaaattct 3060 

80 acttgatgac tgcagtcgtc aaggggctcc tgatgcaaga tgccccttcc attttaagtc 3120 

81 tgtctcctta cagatgttaa agtctagtgg ctaattccta aggaaacctg attaacacat 3180 

82 gctcacaacc atcctggtca ttctcgagca tgttctattt tttaactaat cacccctgat 3240 

83 atatttttat ttttatatat ccagttttca tttttttacg tcttgcctat aagctaatat 3300 

84 cataaataag gttgtttaag acgtgcttca aatatccata ttaaccacta tttttcaagg 3360 

85 aagtatggaa aagtacactc tgtcactttg tcactcgatg tcattccaaa gttattgcct 3420 

86 actaagtaat gactgtcatg aaagcagcat tgaaataatt tgtttaaagg gggcactctt 3480 

87 ttaaacggga agaaaatttc cgcttcctgg tcttatcatg gacaatttgg gctagaggca 3540 

88 ggaaggaagt gggatgacct caggaggtca ccttttcttg attccagaaa catatgggct 3600 

89 gataaacccg gggtgacctc atgaaatgag ttgcagcaga agtttatttt tttcagaaca 3660 

90 agtgatgttt gatggacctc tgaatctctt tagggagaca cagatggctg ggatccctcc 3720 

91 cctgtaccct tctcactgcc aggagaacta cgtgtgaagg tattcaaggc agggagtata 3780 

92 cattgctgtt tcctgttggg caatgctcct tgaccacatt ttgggaagag tggatgttat 3840 

93 cattgagaaa acaatgtgtc tggaattaat ggggttctta taaagaaggt tcccagaaaa 3900 

94 gaatgttcat tccagcttct tcaggaaaca ggaacattca aggaaaagga caatcaggat 3960 

95 gtcatcaggg aaatgaaaat aaaaaccaca atgagatatc accttatacc aggtagatgg 4020 

96 ctactataaa aaaatgaagt gtcatcaagg atatagagaa attggaaccc ttcttcactg 4080 

97 ctggagggaa tggaaaatgg tgtagccgtt atgaaaaaca gtacggaggt ttctcaaaaa 414 0 

98 ttaaaaatag aactgctata tgatccagca atctcacttc tgtatatata cccaaaataa 4200 

99 ttgaaatcag aatttcaaga aaatatttac actcccatgt tcattgtggc actcttcaca 4260 

100 atcactgttt ccaaagttat ggaaacaacc caaatttcca ttggaaaata aatggacaaa 4320 

101 ggaaatgtgc atataacgta caatggggat attattcagc ctaaaaaaag gggggatcct 4380 

102 gttatttatg acaacatgaa taaacccgga ggccattatg ctatgtaaaa tgagcaagta 4440 

103 acagaaagac aaatactgcc tgatttcatt tatatgaggt tctaaaatag tcaaactcat 4500 

104 agaagcagag aatagaacag tggttcctag ggaaaaggag gaagggagaa atgaggaaat 4560 

105 agggagttgt ctaattggta taaaattata gtatgcaaga tgaattagct ctaaagatca 4 620 

106 gctgtatagc agagttcgta taatgaacaa tactgtatta tgcacttaac attttgttaa 4680 

107 gagggtacct ctcatgttaa gtgttcttac catatacata tacacaagga agcttttgga 4740 
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108 ggtgatggat atatttatta ccttgattgt ggtgatggtt tgacaggtat gtgactatgt 4800 

109 ctaaactcat caaattgtat acattaaata tatgcagttt tataatatca aaaaaaaaaa 4860 



113 


<210> SEQ ID NO 


: 2 
























114 


<211> LENGTH: 839 
























115 


<212> TYPE: 


PRT 


























116 


<213> ORGANISM: 


Homo sapiens 
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<400> SEQUENCE : 
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159 
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He 
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Leu 
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Asn 
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Asp 


Ser 


Leu 


162 


225 










230 
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240 


164 


Asn 


Val 


Met 


Lys 


Thr 


Cys 


He 


Gin 


Gly 


Leu 


Ala 


Gly 


Leu 


Glu 


Val 


His 


165 










245 










250 










255 




167 


Arg 


Leu 


Val 


Leu 


Gly 


Glu 


Phe 


Arg 
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Glu 


Gly 
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Glu 
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275 
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285 
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174 




290 










295 
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Leu 


Thr 
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Val 


Ser 


Ser 


Phe 


Ser 


Leu 


Val 


Ser 


Val 


Thr 


He 


177 
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Glu 


Arg 
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185 


Leu 


Lys 


Arg 
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Thr 
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Ser 


186 
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365 
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Glu 


Val 


Asp 


Leu 
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Leu 
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Asn 


Gly 
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440 
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Leu 


He 


Tvr 


Leu 
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He 
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Thr 
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Phe 


Asn 


204 




450 










455 










460 










206 


Gly 


He 


Phe 


Asn 


Gly 


Leu 
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Ser 


Leu 


Glu 
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Leu 


Lys 
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Gly 
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Pro 


Thr 
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Val 


Leu 


Asn 


Met 


Ser 


216 






515 










520 
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218 
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Asn 
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Phe 
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Leu 


Asp 


Thr 
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Leu 


Asn 
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530 
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Ser 
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Val 
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Met 
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Met 
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Lys 
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Trp 
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Ser 
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Arg 


His 


He 


Phe 


Trp 


Arg 


Arg 


Leu 


Arg 


Lys 


Ala 


Leu 


Leu 


270 










805 










810 










815 




272 


Asp Gly 


Lys 


Ser 


Trp 


Asn 


Pro 


Glu 


Gly 


Thr 


Val 


Gly 


Thr 


Gly 


Cys 


Asn 


273 








820 










825 










830 






275 


Trp 


Gin 


Glu 


Ala 


Thr 


Ser 


He 





















276 835 

279 <210> SEQ ID NO: 3 

280 <211> LENGTH: 3811 

281 <212> TYPE: DNA 

282 <213> ORGANISM: Homo sapiens 

284 <400> SEQUENCE: 3 

285 acagggccac tgctgctcac agaagcagtg aggatgatgc caggatgatg tctgcctcgc 60 

286 gcctggctgg gactctgatc ccagccatgg ccttcctctc ctgcgtgaga ccagaaagct 120 

287 gggagccctg cgtggagact tggccctaaa ccacacagaa gagctggcat gaaacccaga 180 

288 gctttcagac tccggagcct cagcccttca ccccgattcc attgcttctt gctaaatgct 240 

289 gccgttttat cacggaggtg gttcctaata ttacttatca atgcatggag ctgaatttct 300 

290 acaaaatccc cgacaacctc cccttctcaa ccaagaacct ggacctgagc tttaatcccc 360 

291 tgaggcattt aggcagctat agcttcttca gtttcccaga actgcaggtg ctggatttat 420 

292 ccaggtgtga aatccagaca attgaagatg gggcatatca gagcctaagc cacctctcta 4 80 

293 ccttaatatt gacaggaaac cccatccaga gtttagccct gggagccttt tctggactat 540 

294 caagtttaca gaagctggtg gctgtggaga caaatctagc atctctagag aacttcccca 600 

295 ttggacatct caaaactttg aaagaactta atgtggctca caatcttatc caatctttca 660 

296 aattacctga gtatttttct aatctgacca atctagagca cttggacctt tccagcaaca 720 

297 agattcaaag tatttattgc acagacttgc gggttctaca tcaaatgccc ctactcaatc 780 

298 tctctttaga cctgtccctg aaccctatga actttatcca accaggtgca tttaaagaaa 840 

299 ttaggcttca taagctgact ttaagaaata attttgatag tttaaatgta atgaaaactt 900 

300 gtattcaagg tctggctggt ttagaagtcc atcgtttggt tctgggagaa tttagaaatg 960 

301 aaggaaactt ggaaaagttt gacaaatctg ctctagaggg cctgtgcaat ttgaccattg 1020 

302 aagaattccg attagcatac ttagactact acctcgatga tattattgac ttatttaatt 1080 

303 gtttgacaaa tgtttcttca ttttccctgg tgagtgtgac tattgaaagg gtaaaagact 1140 

304 tttcttataa tttcggatgg caacatttag aattagttaa ctgtaaattt ggacagtttc 1200 

305 ccacattgaa actcaaatct ctcaaaaggc ttactttcac ttccaacaaa ggtgggaatg 1260 

306 ctttttcaga agttgatcta ccaagccttg agtttctaga tctcagtaga aatggcttga 1320 

307 gtttcaaagg ttgctgttct caaagtgatt ttgggacaac cagcctaaag tatttagatc 1380 

308 tgagcttcaa tggtgttatt accatgagtt caaacttctt gggcttagaa caactagaac 1440 

309 atctggattt ccagcattcc aatttgaaac aaatgagtga gttttcagta ttcctatcac 1500 

310 tcagaaacct catttacctt gacatttctc atactcacac cagagttgct ttcaatggca 1560 

311 tcttcaatgg cttgtccagt ctcgaagtct tgaaaatggc tggcaattct ttccaggaaa 1620 

312 acttccttcc agatatcttc acagagctga gaaacttgac cttcctggac ctctctcagt 1680 
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